Y. Recombination LTINS (HIN ﬁﬁﬂﬁmﬂlfﬁ
(a) Mitosis-4d Anaphase

(b) Meiosis-1 {9 Prophase

(c) Meiosis-11 {9 Telophase

(d) Mitosis-<4<d Metaphase

R. Crossing over qo—

(a) Sister chromatid-<I NCKJ

(b) Non-sister (homologous) chromatid-<< T
(c) Non-homologous chromosome-<< (KT

(d) Centromere-<9 NKJ

. Genetic recombination-.ﬂ?Wﬂ'@@?ﬁW@—
(a) Mutant

(b) Recombinant

(c) Hybrid

(d) Clone

8. Recombination frequency RS ata—
(a) Gene-4I9 (&I HACFS GHS

(b) Chromosome LI BT

(c) Cell- 99 JHIIF TN

(d) Nucleus-&< HFICIT BAFT

&. Natural Selection W% (S AJTI] HIN?
(a) Lamarck

(b) Darwin

(c) Mendel

(d) Hugo de Vries

Y. PIg-fIYT 91T FITAT ATET Peppered moth iz AMSHT (FIN YATNA Selection- I
CLIET: R E

(a) Stabilizing selection



(b) Directional selection
(c) Disruptive selection

(d) Sexual selection

q. WIYLIF GITAF AN Average birth weight-4F FRISTARA Survival rate (AT T@TT (FIF Selection-
CERCLIET QY

(a) Directional selection
(b) Disruptive selection
(c) Stabilizing selection

(d) Artificial selection

V. Sickle-cell anaemia Gene (BTN SIBTA Malaria-q {30z JfT4r (v, af® (@1 Selection-aa
CLIETRE

(a) Negative selection
(b) Balancing selection
(c) Random selection

(d) Disruptive selection

. Deletion mutation-& B TCB?

€)] G5 SIS Chromosome segment Y& I
(b) Chromosome-&q 36 N =TT I

(© Eﬁ?:? Chromosome 3TN AIIEN A

(d) Chromosome @3 2T Y

50. Cri-du-chat syndrome CRIN Chromosome-&<d Deletion- 49 GiNT X¥?
(a) Chromosome ¢

(b) Chromosome %

(c) Chromosome 59

(d) Chromosome v

3. Translocation-& F TTB?
(a) P2 Chromosome-&I9 NCHT S "’ﬁﬁ%ﬂm Y
(b) g6 Chromosome-GF ST*T T Non-homologous chromosome-< ZINTBE® X



(c) Chromosome ST343T @y T
(d) Gene mutation Point mutation-<g NIKITN TCO

9. Reciprocal translocation-&—

(a) 6 Chromosome (ATH LAY T T

(b) Ef% Non-homologous chromosome ™A J* fRfaw $1
(c) Chromosome 4T ST (T T1Y

(d) @Y Sex chromosome ASIT® =

9. Chronic Myeloid Leukemia (CM L)-.ﬂ?WﬁT.ﬁT Philadelphia chromosome 711%"-5’.1—
(a) Deletion-4< 311

(b) Translocation-4< QAT (Chromosome & 3 )

(c) Inversion-4g RIT

(d) Duplication-49 Q11

8. Deletion 8 Translocation B ONZ (HIN YATNF Mutation?
(a) Point mutation

(b) Chromosomal mutation

(c) Frameshift mutation

(d) Silent mutation

3¢&. Recombination mﬁqu—
(a) a6 @ Allele IR FR

(b) A5 TN Allele-BfFTF NGNOITI AT

© 46 Chromosome 23T ?ﬂ% SIS

(d) 46 Mutation rate T

Y. Assertion (A): Recombination Genetic diversity qf%ml
Reason (R): Crossing over-&€ =TT Homologous chromosome-&<9 WYY Allele- 49 N9~ Combination

tefa =TI

(a) A 44¢ R F(BI2 Y, I3 R T A-F Afd< I
(b) A 933 R TLOI2 5wy, fF@ R =61 A-T (5 I N



(c) A >y, g R AW
(d) A T2, fFE R oy

4. Assertion (A): Natural selection ATHANH GINAILICH a6 it «fFoifere |
Reason (R): Stabilizing selection RG] Phenotype- (B S Pp HTd 4R Extreme phenotype-(H MM
¥l

(a) A 432 R T(BI2 3197, 432 R =6 A-F SO AN
(b) A 43¢ R LOI2 5795, fFE R 2T A-F (9 91N N
(c) A 39y, I R W

(d) A I, i@ R STy

Sbtr. Assertion (A): Darwin-49 Finches fafen %11'91' fAfSR SHITAF Beak (RATTI
Reason (R): AICWIA A TS SR Natural selection TSR Beak shape-(F SIYFe AR

(a) A 432 R T{BI2 197, 432 R =6 A-F SO T4

(b) A 43¢ R LOI2 5795, fFE® R = A-F A3 14N N
(c) A >Toy, I& R W

(d) A T, f[F8 R SOy

3. Assertion (A): Deletion mutation AIANY Lethal |
Reason (R): Deletion-¢ 8P \a“’ffGene RATT (o WW&C“F«'W TSI

(a) A I3 R TTGI2 Y, 43¢ R =61 A-T AfOF W

(b) A 43¢ R LOI2 5795, fFE R = A-F (3 914N N
(c) A>Ty, fFE R T

(d) A T, f5& R STy

0. Assertion (A): Reciprocal translocation Phenotypic fFTS~ A 9forws Infertility IBTC® AT
Reason (R): Translocation-4d T Gene-dd (FTCAT 36O TH AT, ﬁ% Meiosis- A AN
Chromosome pairing-& 33T XA |



(2) A ¢ R TLGIR 5197, «R¢ R =6 A-J A3 04T
(b) A 93¢ R FLBIR 5795, fF® R T A-T A3F N4 N
(c) A>Ty, f58 R T

(d) A T2, fFE R oy

). Assertion (A): Sickle-cell anaemia CCai) Balancing selection- & GRIZATI
Reason (R): Heterozygous I5f&F 4T Malaria-ﬁﬁm&ﬁﬂ T, I8 Homozygous 5T AT CATTY
WHIF A

(a) A 432 R T(BI2 3197, 432 R =6 A-F SO T4
(b) A 43¢ R LOI2 5795, fFE R 2T A-F A5 914N N
(c) A 395, 5@ R W

(d) A I3, i@ R ST93

. Assertion (A): Crossing over @I Meiosis-1- 49 Pachytene Ity 9o |
Reason (R): GERI L Homologous chromosome-®fet Synapsis L] <R Bivalent NN FLAI

(a) A I3 R TTGI2 Y, 43¢ R =61 A-T AfOF 04w

(b) A 43¢ R LOI2 5795, fFE® R = A-F A3 914N N
(c) A >Toy, I5& R W

(d) A T, [F8 R oy

QY. Assertion (A): Cri-du-chat syndrome SIIEplS ﬁT@?W‘E’?ﬁWﬁ NTOT CTNTH |
Reason (R): &% Syndrome Chromosome ¢-&& Short arm-&d Deletion-4F FTATT XH|

(a) A 32 R HLGIR 197, «IR< R T A-F SO 140

(b) A G2 R LGIR 5795, 5@ R T A-T A10F N4 ¥
(c) A>Ty, fHE R AT

(d) A TN, 58 R oy

8. Assertion (A): Translocation &<R Deletion ECBI? Chromosomal structural mutation |

Reason (R): BLBIT®2 DNA-A g0 Base pair *Ffaafee 91



(2) A ¢ R TLGIR 5197, «R¢ R =6 A-J A3 04T
(b) A 93¢ R FLBIR 5795, fF® R T A-T A3F N4 N
(c) A>Ty, f58 R T

(d) A T2, fFE R oy

R¢. Assertion (A): Industrial melanism-& B ACEF Moth A survive WFF[I
Reason (R): ﬁ]ﬁ_\o GATITH MR ATH FITAT Soot GTNTI HLA NMD 9UEF Moth Predator-49
CYTH WITATOIT] Camouflage FCO C"TCZ'FFH

(a) A 432 R T(BI2 3197, 432 R =6 A-F SO T4
(b) A 43¢ R LOI2 5795, fFE R 2T A-F A5 914N N
(c) A 395, 5@ R W

(d) A I3, i@ R ST93

2. fTET 9rorSfATE Meiosis-4 Crossing over o1 A3 HTN ATOTe—
(1) Chiasma formation

(i) Synapsis of homologous chromosome

(iii) Bivalent formation

(iv) Exchange of genetic material

(a) (ii)-(iii)-(i)-(iv)

(b) (1)-(ii)-(iii)-(iv)

(c) (iii)-(ii)-(i)-(iv)

(d) (ii)-(i)-(iii)-(iv)

4. Natural selection aﬁﬂﬁﬂ%mﬁﬁwm_
(i) Differential reproduction

(ii) Variation-49 SAZf®

(iii) Favourable trait- < GNAL IR ?ﬂ%

(iv) Environmental selection pressure

() (ii)-(iv)-(i)-(iii)

(b) (0)-(ii)-(iii)-(iv)

(c) (iv)-(i)-(ii)-(iii)

(d) (ib)-(i)-(iv)-(ii)



2t Chromosomal deletion- g9 A1 AFTTF AfdS FHN ATGIS—
(i) Phenotypic abnormality Sy

(if) Chromosome segment-<4< Breakage

(iii) Segment-49d Loss

(iv) Gene copy AT BN ATSAT

() (in)-(iii)-(iv)-(i)

(b) (iii)-(ii)-(i)-(iv)

(c) (ib)-(iv)-(iii)-(i)

(d) (i)-(ii)-(iii)-(iv)

*®. Reciprocal translocation ROCRIPEY AN ATGTS—

Q) Ef% Broken segment-<4< Exchange

(i) Ef% Non-homologous chromosome-< Breakage

(iii) Translocated chromosome-<4q Stabilization

(iv) '\2«Y Chromosome arrangement tof

() (ib)-(i)-(iv)-(iii)

(b) (i)-(ii)-(iii)-(iv)

(c) (ib)-(iv)-(i)-(iii)

(d) (iv)-(ii)-(i)-(ii)

vo. Peppered moth-& Industrial melanism-49 A3 TN AGIS—
(i) PICE Moth-47 ST Iz

(ii) Industrialisation- <4< (T AR BT Soot Gl

(iii) RIETHT TCST Moth Predator- <9 *1BIE ST ([ Visible XS FIHC)
(iv) PICAT 08T Moth Camouflage SIRET TS

(a) (ih)-(iii)-(iv)-(i)

(b) (ii)-(iv)-(iii)-(i)

(c) (i)-(ii)-(iii)-(iv)

(d) (ii)-()-(iii)-(iv)

0. Column-1 g9 SCY Column-11 FECY ﬂ% 0 Ir:~l<1/lb'~l PCAT—



Column-I

Column-I1

A. Recombination

3. Chromosome segment-<4< Loss

B. Deletion

2. Finches-4 Beak shape variation

C. Translocation

9. \9« Allele combination

D. Natural selection- 43 OHIRIY

8. Non-homologous chromosome-&< WCYJ Exchange

(a) A-9, B-Y, C-8, D-2
(b) A-S, B-9, C-3, D-8
(c) A-8,B-R,C-5,D-9
(d) A-9, B-8, C-5, D-2

V2. Column-I (Syndrome/Disease) A< AT Column-11 (Mutation type) fee—

Column-

Column-I1

A. Cri-du-chat syndrome

3. Reciprocal translocation

B. Chronic Myeloid Leukemia

<. Deletion

C. Down syndrome (Translocation type)

9. Robertsonian translocation

D. Wolf-Hirschhorn syndrome

8. Chromosome 8-49d Partial deletion

(a) A-2, B-S, C-9, D-8
(b) A-S, B-], C-8, D-9
(c) A-9, B-8, C-3, D-]
(d) A-3, B-9, C-5, D-8

v, Column-1 (Selection type) <K AT Column-11 (GRIRIV/(I1Z) ele—

Column-I

Column-11

A. Stabilizing selection

Y. Industrial melanism

B. Directional selection

2. Average birth weight-& Survival

C. Disruptive selection

. fIf©F Niche-4 Beak variation




Column-I Column-II

D. Balancing selection ||8. Sickle cell trait & Malaria

(@) A-2, B-S, C-9, D-8
(b) A-8, B-9, C-], D-5
(c) A-X, B-9, C-5, D-8
(d) A-S, B-3, C-8, D-9©

8. Column-I (Meiosis stage) A AT Column-11 (TBAT) =18 —

Column-I1 Column-I1

A. Leptotene||5>. Chiasma formation

B. Zygotene ||*. Chromosome condensation &<

C. Pachytene||\9. Synapsis &8

D. Diplotene ||8. Crossing over A=Y

(2) A-2, B-9, C-8, D-5
(b) A-9, B-, C-5, D-8
() A-S, B-8, C-9, D-2
(d) A-3, B-S, C-9, D-8

v ¢. Column-I (Mutation) &< ST Column-11 (FFeTrpeT) fer8—

Column-I Column-11

A. Deletion 3. Gene-4d 3TN AFIO, SN AR SS

B. Translocation ||:. Gene dosage PN I

C. Recombination||. @« Allele combination, {5 (PITAT Gene loss N

D. Point mutation ||8. S<%< Base pair RIEGISE

(a) A-%, B-S, C-9, D-8
(b) A-S, B-, C-8, D-9




(c) A-8, B-9, C-2, D-5
(d) A-3, B-8, C-5, D-9



